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countToFPKM-package
Convert counts to Fragments Per Kilobase of transcript per Million
(FPKM).

Description

Convert a numeric matrix of features (rows) and conditions (columns) with raw feature counts of
RNA-seq data to fragments per kilobase of transcript per million mapped reads.

Details

The DESCRIPTION file: This package was not yet installed at build time.
This package is to convert a numeric matrix of features (rows) and conditions (columns) with raw
feature counts of RNA-seq data to fragments per kilobase of transcript per million mapped reads.
@param counts A numeric matrix of raw feature counts i.e. fragments assigned to each gene.
@param featureLength A numeric vector with feature lengths. @param meanFragmentLength A
numeric vector with mean fragment lengths. @return fpkm A numeric matrix normalized by library
size and feature length.
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Examples

foo <- countToFpkm (counts, featureLength, meanFragmentLength)
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